MD lab combining an extended C&S and resistance genes to 12 different antibiotics via polymerase-chain reaction (PCR) (2nd group), Volente Diagnostics (VD) lab (3rd group) and core lab of MicroGenDX (MG) (4th group) using PCR for resistance genes to different antibiotics and Next Generation Sequence (NGS) of entire microbial spectrum. Comparisons were performed for number of pathogens detected in three degrees of concordance such as a complete match (CM), partial match (PM) and mismatch (MM).
INTRODUCTION AND OBJECTIVES: Urine cultures (UC) have difficulty with polymicrobial infections and fastidious organisms. PCR based molecular testing can rapidly detect and accurately quantify bacterial, viral and fungal organisms. The objective of this study was to evaluate whether PCR is non-inferior to traditional urine culture in detecting organisms, and polymicrobial infections in symptomatic patients.
METHODS: A retrospective review of 582 patients, minimum age of 60, with lower urinary tract symptoms. Traditional UC and PCR molecular urinary tract infection (UTI) testing were run in parallel. Positive UC included one or two organisms and polymicrobial infection was defined as 3 or more organisms. Clinical data were abstracted from the chart.
RESULTS: 582 patients, mean age 77 (60-95), with clinical UTI had UC between March and July 2018. 347 (60%) were male and 235 (40%) female. Clinical symptoms included dysuria (38%), incontinence (33%), urine cloudy / odor (23%) and pain / discomfort (7%). PCR was positive in 56% and culture positive in 37%, Table. Agreement between PCR and UC for positive UC was 90%, exceeding the non-inferiority threshold (p[0.03). PCR detected 85 polymicrobial infections compared to 13 on UC. The most common organisms by PCR were Actinobaculum schaalii (n[89, 15%), Viridians group strep (n[89, 15%), and Aerococcus urinae (n[81, 14%), urinary pathogens that were rarely isolated in UC (n[0, 0%; n[14, 2% and n[3, 0.5%). The two most common bacterial organisms on UC in men and women were E Coli and enterococcus but on PCR these two were the 3rd and 6th most common in women and the 2nd and 3rd most common in men. Importantly, PCR also detected more E Coli and enterococcus infections in both men and women than UC. Nonbacterial organisms were detected in 126/582 (21.6%), yeast 
INTRODUCTION AND OBJECTIVES:
Bladder stimulation induces up-regulation of neurotrophins which may contribute to voiding reflex. Elevated levels of neurotrophins have been detected in the urine and urothelium of individuals with interstitial cystitis. Phlogogenic bacterial infection involving the bladder can also be a stimulant to activation of its system resulting in pathological state. Phosphorylated responsive element of binding protein (p-CREB) is an important transcriptional factor in the neurotrophin signaling pathway. In vitro studies demonstrated that activation of downstream intracellular signaling molecules, especially transcription factors including CREB are important steps in neurotrophin-signaling cascades. One study reported that p-CREB was up-regulated in afferent neuron of rat DRG (dorsal root ganglia) by chemical induced cystitis. The aim of our study was to examine the change of p-CREB in rat DRG after repeated uropathogenic Escherichia coli (UPEC) infection of rat bladder.
METHODS: The involvement of CREB signaling in acute and chronic E.coli infection was characterized by measuring p-CREB using a specific antibody. Adult female Sprague-Dawley rats weighing 280 AE 20g were prepared in this study. Total 19 rats were induced into acute E.coli infection (n[7) or into chronic E.coli infection (n[6) or control (n[6). After control or E.coli infection, all animals were anesthetized with sodium pentobarbital (50mg/kg, intraperitoneal) and then perfused with 0.05M phosphate-buffered saline (PBS), followed by 4% paraformaldehyde. After perfusion, the spinal cord and DRG were quickly removed and post-fixed for 6 hours. In DRG from control and acute/chronic cystitis rats, p-CREB cell profiles were counted in 6-10 sections of each DRG. For p-CREB immunoreactivity, DRG cells exhibiting intense nuclear staining were considered positively stained. The cell profiles of p-CREB immunoreactivity in each DRG section were presented as mean AE standard deviations (SD) of the mean. All data were assessed using an ANOVA test for comparison among groups.
RESULTS: In all groups, p-CREB immunoreactivity was observed in relatively small-diameter cell profiles with nuclear staining or nuclear & cytoplasmic staining in the DRGs (L1-L6, S1 ). p-CREB-
